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The term, bioinformatics, was coined by Hwa Lim at The

Supercomputer Research Institute at Florida State University,
USA, in the late 1980s ( Mazumdar and Raha, 2008)
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- Bioinformatics is the science that combines the power of computer,

mathematical algorithms, and statistics with aoncepts in the life science to

solve biological problems.
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- Bioinformatics is the application of computer technology for the

management of biological information

Storage of data, Analysis of data, characterization of data.
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- Bioinformatics is about the application of techniques from computer
science such as data abstraction, modeling, Simulation, and text mining to
analyze biological data.
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- Mazumdar, D. and Raha, S. (2008). Evoluation to Revolution, A review

on Bioinformatics. AMO. 10(1):51-62.
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E. coli (4.7Mb) ;K s sSr 1997 e -

Human genome (3,000Mb) (s &l p;é-\ s e slY12001 -



it | (S it gt 29SS

21943835401 b ¥ curlad| Dl

Global bioinformatics agencies Aulgad! dgurnt| decloglal | Sluwd

NCBI

National Center for
Biotechnology Information
il glral (S Y ol 35S 5

EENP PSPt

INSDC

International
Nucleotide Sequence

Database Colleberation
i o6 gl Juloi

EMBL

The European Molecular
Biology Laboratory
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DDBJ
DNA Data Bank of

Japan
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